=> d his full 



(FILE 'HOME' ENTERED AT 14:34:58 ON 16 NOV 2006) 

FILE 'REGISTRY' ENTERED AT 14:35:16 ON 16 NOV 2006 
L1 495 SEA HYDROXYSTYRENE 
L2 0 SEA PARA?(S)(HYDROXYSTERENE?) 

L3 0SEAL1(S)PARA? 

E HYDROXYSTYRENE 
L4 495 SEA HYDROXYSTYRENE/BI 

DTI 1-20 

L5 0 SEA PARA-HYDROXYSTYRENE 

FILE 'REGISTRY* ENTERED AT 14:39:57 ON 16 NOV 2006 
L6 1 SEA80-62-6/RN 

SET NOTICE 1 DISPLAY 

DL6 RN CCN 1- 

SET NOTICE LOGIN DISPLAY 
L7 1 90 SEA 4-HYDROXYSTYRENE 

D L7 1-10 

L8 133 SEA HYDROXYCINNAMIC(S)ACID 
L9 97 SEA 4(W)L8 
D L9 1-10 

E HYDROXYCINNAMIC(S)ACID 

E HYDROXYCINNAMATE 

E HYDROXYCINNAMIC(W)ACID 

E HYDROXYCINNAMATE 
L10 0 SEA HYDROXYCINNAMATE/BI(W)4 
L1 1 0 SEA HYDROXYCI NNAMATE/BI(W)PARA? 

FILE 'CAPLUS* ENTERED AT 14:52:42 ON 16 NOV 2006 
L12 2652 SEA HYDROXYCI NNAMIC(W)ACID 
L1 3 0 SEA L2 AND COUMARIC? 
L14 0 SEA L2 AND CAFFEIC 
L1 5 359 SEA L1 2 AND COUMARIC? 
L16 192 SEA L15 AND CAFFEIC? 

DTI L16 1-10 
L1 7 1 SEA L1 6 AND HYDROXYSTYREN? 

DL17 

D KWIC L17 
L18 STRUCTURE UPLOADED 

SL18 

FILE 'REGISTRY' ENTERED AT 15:04:06 ON 16 NOV 2006 
L19 50 SEA SSS SAM L18 

FILE 'CAPLUS' ENTERED AT 15:04:11 ON 16 NOV 2006 
L20 36 SEA L1 9 
DL20 1-36 

FILE 'REGISTRY* ENTERED AT 15:04:45 ON 16 NOV 2006 
L21 STRUCTURE UPLOADED 

L22 50 SEA SSS SAM L21 

DL22 

D L22 1-50 

L23 0 SEA HYDROXYCINNAMIC(W)ACID/CN 
L24 132 SEA HYDROXYCI NNAMIC(W)ACID 
L25 84 SEA COUMARIC(W)ACID 

D L25 1-84 

D L25 65 

INDEX 'ADISCTI, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 
AQUASCI, BIOENG, BIOSIS, BIOTECHABS, BIOTECHDS, BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB, 
DRUGMONOG2, DRUGU, EMBAL, EMBASE, ...' ENTERED AT 15:23:28 ON 16 NOV 2006 
SEA DECARBOXYLAS? AND SUBTIL? 

9 FILE AGRICOLA 

13 FILE BIOENG 

96 FILE BIOSIS 

34 FILE BIOTECHABS 

34 FILE BIOTECHDS 

40 FILE BIOTECHNO 

12 FILE CABA 



191 


FILE CAPLUS 


8 


FILE CEABA-VTB 


2 


FILE CIN 


4 


FILE CONFSCI 


1 


FILE DDFB 


4 


FILE DDFU 


79 


FILE DGENE 


12 


FILE DISSABS 


1 


FILE DRUGB 


5 


FILE DRUGU 


60 


FILE EMBASE 


41 


FILE ESBIOBASE 


3 


FILE FOREGE 


6 


FILE FROSTI 


14 


FILE FSTA 


553 


FILE GENBANK 


30 


FILE IFIPAT 


4 


FILE JICST-EPLUS 


52 


FILE LIFESCI 


79 


FILE MEDLINE 


35 


FILE PASCAL 


5 


FILE PROMT 


132 


FILE SCISEARCH 


42 


FILE TOXCENTER 



4718 FILE USPATFULL 
392 FILE USPAT2 
30 FILEWPIDS 
30 FILE WPINDEX 
8 FILE NLDB 
L26 QUE DECARBOXYLAS? AND SUBTIL? 

DRANK 

FILE 'USPATFULL, GENBANK, USPAT2, CAPLUS, SCISEARCH, BIOSIS, MEDLINE, 
EMBASE, LIFESCI, TOXCENTER' ENTERED AT 15:25:38 ON 16 NOV 2006 
L27 1088 SEA DECARBOXYLAS?(S) SUBTIL? 

L28 133 SEA L27(S)(HYDROXYSTYREN? OR PHENOL? OR COUMAR? OR CAFFE? OR 
CINNAM?) 

L29 115 DUP REM L28 (18 DUPLICATES REMOVED) 
DTI L29 1-115 

DIBIBABSL29 811 13 23 34 40 



Double bond geometry as shown. 




** PROPERTY DATA AVAILABLE IN THE 'PROP' FORMAT** 

64 REFERENCES IN FILE CA (1907 TO DATE) 
3 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA 

64 REFERENCES IN FILE CAPLUS (1907 TO DATE) 
1 REFERENCES IN FILE CAOLD (PRIOR TO 1967) 

L2 5 ANSWER 84 OF 84 REGISTRY COPYRIGHT 2 006 ACS on STN 

RN 495-78-3 REGISTRY 

ED Entered STN: 16 Nov 1984 

CN Benzenepropanoic acid, 2 -hydroxy- (9CI) (CA INDEX NAME) 
OTHER CA INDEX NAMES: 

CN Hydrocinnamic acid, o-hydroxy- (8CI) 
OTHER NAMES: 

CN 2 -Hydroxybenzenepropanoic acid 

CN 3 - (2 -Hydroxyphenyl) propanoic acid 

CN Hydro-o-coumaric acid 

CN Hydrocoumaric acid 

CN Melilotic acid 

CN o-Hydroxyhydrocinnamic acid 

CN o-Hydroxyphenylpropionic acid 

CN Salicylacetic acid 

MF C9 H10 03 

CI COM 

LC STN Files: AGRICOLA, ANABSTR, BEILSTEIN* , BIOSIS, CA, CAOLD, CAPLUS, 
CASREACT, CHEMCATS, CSCHEM, IFICDB, IFIPAT, IFIUDB, NAPRALERT, PROMT, 
S YNTHLINE , TOXCENTER , USPAT2 , , USPATFULL 

(*File contains numerically searchable property data) 



CH2-CH 2 -C0 2 H 



**PROPERTY DATA AVAILABLE IN THE 'PROP' FORMAT** 

220 REFERENCES IN FILE CA (1907 TO DATE) 

6 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA 

221 REFERENCES IN FILE CAPLUS (1907 TO DATE) 
12 REFERENCES IN FILE CAOLD (PRIOR TO 1967) 



=> d 125 65 

L25 ANSWER 65 OF 84 REGISTRY COPYRIGHT 2006 ACS on STN 

RN 7400-08-0 REGISTRY 

ED Entered STN: 16 Nov 1984 

CN 2-Propenoic acid, 3 - (4 -hydroxyphenyl ) - (9CI) (CA INDEX NAME) 

OTHER CA INDEX NAMES: 

CN Cinnamic acid, p-hydroxy- (8CI) 

OTHER NAMES: 




CN p- [4 -Hydroxyphenyl] acrylic acid 

CN 3- (4 -Hydroxyphenyl) -2 -propenoic acid 

CN 3- (4 -Hydroxyphenyl) acrylic acid 

CN 4 ' -Hydroxycinnamic acid 

CN 4-Coumaric acid 

CN 4 -Hydroxycinnamic acid 

CN NSC 59260 

CN NSC 674321 

CN p-Coumaric acid 

CN p-Cumaric acid 

CN p- Hydroxycinnamic acid 

CN p-Hydroxyphenylacrylic acid 

MF C9 H8 03 

CI COM 

LC STN Files: AGRICOLA, ANABSTR, AQUIRE, BEILSTEIN* , BIOSIS, BIOTECHNO, CA, 
CABA, CAPLUS, CASREACT, CHEMCATS , CHEMINFORMRX , CHEMLIST, CIN, CSCHEM, 
DDFU, DETHERM*, DRUGU, EMBASE, IFICDB, IFIPAT, IFIUDB, IPA, MEDLINE , 
MRCK* , MSDS-OHS, NAPRALERT, PIRA, PROMT, RTECS* , SPECINFO, TOXCENTER, 
US PAT 2 , US PAT FULL, VETU 

(*File contains numerically searchable property data) 
Other Sources: EINECS*"*, NDSL** , TSCA** 

(**Enter CHEMLIST File for up-to-date regulatory information) 




CH= CH— CO2H 



**PROPERTY DATA AVAILABLE IN THE 'PROP' FORMAT** 

5218 REFERENCES IN FILE CA (1907 TO DATE) 

23 9 REFERENCES TO NON-SPECIFIC DERIVATIVES IN FILE CA 
5241 REFERENCES IN FILE CAPLUS (1907 TO DATE) 



=> index bioscience medicine 

FILE 'DRUGMONOG' ACCESS NOT AUTHORIZED 

COST IN U.S. DOLLARS 

FULL ESTIMATED COST 

DISCOUNT AMOUNTS (FOR QUALIFYING ACCOUNTS) 
CA SUBSCRIBER PRICE 



SINCE FILE 
ENTRY 
300.60 

SINCE FILE 
ENTRY 
0.00 



TOTAL 
SESSION 
538.33 

TOTAL 
SESSION 
-0.75 



INDEX 'ADISCTI, AD I S INS IGHT , ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 

AQUASCI, BIOENG, BIOSIS, BIOTECHABS, BIOTECHDS, BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB, 
DRUGMONOG2, DRUGU, EMBAL, EMBASE, ...» ENTERED AT 15:23:28 ON 16 NOV 2006 

71 FILES IN THE FILE LIST IN STNINDEX 

Enter SET DETAIL ON to see search term postings or to view 
search error messages that display as 0* with SET DETAIL OFF. 

=> s decarboxylas? and subtil? 

9 FILE AGRICOLA 
13 FILE BIOENG 
96 FILE BIOSIS 
34 FILE BIOTECHABS 



35 



34 


FILE 


BIOTECHDS 


40 


FILE 


BIOTECHNO 


12 


FILE 


CABA 


191 


FILE 


CAPLUS 


8 


FILE 


CEABA-VTB 


2 


FILE 


CIN 


4 


FILE 


CONFSCI 


1 


FILE 


DDFB 


4 


FILE 


DDFU 


79 


FILE 


DGENE 


12 


FILE 


DISSABS 


1 


FILE 


DRUGB 


5 


FILE 


DRUGU 


60 


FILE 


EMBASE 


41 


FILE 


ESBIOBASE 


3 


FILE 


FOREGE 


6 


FILE 


FROSTI 


14 


FILE 


FSTA 


553 


FILE 


GENBANK 


CLES SEARCHED . . . 


30 


FILE 


IFIPAT 


4 


FILE 


JICST-EPLUS 


52 


FILE 


LIFESCI 


79 


• FILE 


MEDLINE 


35 


FILE 


PASCAL 


5 


FILE 


PROMT 


132 


FILE 


SCISEARCH 


42 


FILE 


TOXCENTER 


4718 


FILE 


USPATFULL 


392 


FILE 


US PAT 2 


30 


FILE 


WPIDS 


30 


FILE 


WPINDEX 


8 


FILE 


NLDB 



3 6 FILES HAVE ONE OR MORE ANSWERS, 71 FILES SEARCHED IN STN INDEX 



L2 6 QUE DECARBOXYLAS? AND SUBTIL? 



=> d rank 



Fl 


4718 


USPATFULL 


F2 


553 


GENBANK 


F3 


392 


USPAT2 


F4 


191 


CAPLUS 


F5 


132 


SCISEARCH 


F6 


96 


BIOSIS 


F7 


79 


DGENE 


F8 


79 


MEDLINE 


F9 


60 


EMBASE 


F10 


52 


LIFESCI 


Fll 


42 


TOXCENTER 


F12 


41 


ESBIOBASE 


F13 


40 


BIOTECHNO 


F14 


35 


PASCAL 


F15 


34 


BIOTECHABS 


F16 


34 


BIOTECHDS 


F17 


30 


IFIPAT 


F18 


30 


WPIDS 


F19 


30 


WPINDEX 


F20 


14 


FSTA 


F21 


13 


BIOENG 


F22 


12 


CABA 


F23 


12 


DISSABS 


F24 


9 


AGRICOLA 


F25 


8 


CEABA-VTB 


F2 6 


8 


NLDB 



F27 
F28 
F29 
F30 
F31 
F32 
F33 
F34 
F3 5 
F3 6 



6 
5 
5 
4 
4 
4 
3 
2 
1 
1 



DDFB 
DRUGB 



CONFSCI 
DDFU 

JICST-EPLUS 



FROSTI 

DRUGU 

PROMT 



FOREGE 
CIN 



= > file fl-f6,f8-fll 
COST IN U.S. DOLLARS 



SINCE FILE 
ENTRY 
2 .44 



TOTAL 
SESSION 
540.77 



FULL ESTIMATED COST 



DISCOUNT AMOUNTS (FOR QUALIFYING ACCOUNTS) 



SINCE FILE 
ENTRY 
0.00 



TOTAL 
SESSION 
-0.75 



CA SUBSCRIBER PRICE 



FILE 1 US PAT FULL 1 ENTERED AT 15:25:38 ON 16 NOV 2006 

CA INDEXING COPYRIGHT (C) 2006 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'GENBANK* ENTERED AT 15:25:38 ON 16 NOV 2006 

FILE 1 USPAT2 1 ENTERED AT 15:25:38 ON 16 NOV 2006 

CA INDEXING COPYRIGHT (C) 2006 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'CAPLUS' ENTERED AT 15:25:38 ON 16 NOV 2006 

USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 

PLEASE SEE "HELP USAGETERMS" FOR DETAILS. 

COPYRIGHT (C) 2006 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'SCISEARCH 1 ENTERED AT 15:25:38 ON 16 NOV 2006 
Copyright (c) 2006 The Thomson Corporation 

FILE 'BIOSIS' ENTERED AT 15:25:38 ON 16 NOV 2006 
Copyright (c) 2 006 The Thomson Corporation 

FILE 1 MEDLINE ' ENTERED AT 15:25:38 ON 16 NOV 2006 

FILE 'EMBASE' ENTERED AT 15:25:38 ON 16 NOV 2006 
Copyright (c) 2006 Elsevier B.V. All rights reserved. 

FILE 'LIFESCI' ENTERED AT 15:25:38 ON 16 NOV 2006 
COPYRIGHT (C) 2006 Cambridge Scientific Abstracts (CSA) 



FILE 'TOXCENTER' ENTERED AT 15:25:38 ON 16 NOV 2006 
COPYRIGHT (C) 2 006 ACS 

=> s decarboxylas? (s) subtil? 

L27 1088 DECARBOXYLAS? (S) SUBTIL? 

= > s 127 (s) ( hydroxys tyr en? or phenol? or coumar? or caffe? or cinnam?) 

L28 133 L27(S) (HYDROXYSTYREN? OR PHENOL? OR COUMAR? OR CAFFE? OR CINNAM? 



=> dup rem 12 8 

DUPLICATE IS NOT AVAILABLE IN 'GENBANK'. 

ANSWERS FROM THESE FILES WILL BE CONSIDERED UNIQUE 

PROCESSING COMPLETED FOR L2 8 

L2 9 115 DUP REM L2 8 (18 DUPLICATES REMOVED) 



=> d ti 129 1-115 



L29 ANSWER 1 OF 115 US PAT FULL on STN 

TI Novel Methods and Devices for Evaluating Poisons 
L2 9 ANSWER 2 OF 115 USPATFULL on STN 

TI Chlamydia trachomatis genomic sequence and polypeptides, fragments 

thereof and uses thereof, in particular for the diagnosis, prevention 
and treatment of infection 

L29 ANSWER 3 OF 115 USPATFULL on STN 

TI Identification of novel e2f target genes and use thereof 

L2 9 ANSWER 4 OF 115 USPATFULL on STN 

TI Nucleic acid and amino acid sequences relating to Staphylococcus 

epidermidis for diagnostics and therapeutics 

L2 9 ANSWER 5 OF 115 USPATFULL on STN 

TI Chlamydia trachomatis polynucleotides and vectors, recombinant host 

cells, DNA chips or kits containing the same 

L29 ANSWER 6 OF 115 USPATFULL on STN 

TI Leinamycin biosynthesis gene cluster and its components and their uses 

L2 9 ANSWER 7 OF 115 USPATFULL on STN 

TI Methods and compositions for inhibition of membrane fusion-associated 

events, including HIV transmission 

L29 ANSWER 8 OF 115 CAPLUS COPYRIGHT 2006 ACS on STN DUPLICATE 1 
TI Distribution of genes encoding the microbial non-oxidative reversible 
hydroxyarylic acid decarboxylases/phenol carboxylases 

L2 9 ANSWER 9 OF 115 USPATFULL on STN DUPLICATE 2 

TI Fusion proteins comprising DP-178 and other viral fusion inhibitor 

peptides useful for treating aids 

L29 ANSWER 10 OF 115 USPATFULL on STN DUPLICATE 3 

TI Chlamydia pneumoniae polynucleotides and uses thereof 

L2 9 ANSWER 11 OF 115 USPATFULL on STN 

TI Method for preparing para- hydroxys tyrene by biocatalytic decarboxylation 

of para-hydroxycinnamic acid in a biphasic reaction medium 

L2 9 ANSWER 12 OF 115 USPATFULL on STN 

TI Nucleic acids encoding DP-178 and other viral fusion inhibitor peptides 

useful for treating aids 

L29 ANSWER 13 OF 115 USPATFULL on STN 

TI Microbial conversion of glucose to para -hydroxys tyrene 

L29 ANSWER 14 OF 115 USPATFULL on STN 

TI Myxococcus xanthus genome sequences and uses thereof 

L29 ANSWER 15 OF 115 USPATFULL on STN 

TI Methods for inhibition of membrane fusion-associated events, including 

HIV transmission 

L2 9 ANSWER 16 OF 115 USPATFULL on STN 

TI Discrete acyltransf erases associated with type I polyketide synthases 

and methods of use 

L2 9 ANSWER 17 OF 115 USPATFULL on STN 

TI Expressed sequences of arabidopsis thaliana 

L2 9 ANSWER 18 OF 115 USPATFULL on STN 



TI Nucleic acid sequences and expression system relating to Enterococcus 

faecium for diagnostics and therapeutics 

L2 9 ANSWER 19 OF 115 US PAT FULL on STN 

TI Nucleic acid and amino acid sequences relating to Acinetobacter 

baumannii for diagnostics and therapeutics 

L29 ANSWER 20 OF 115 USPATFULL on STN 

TI Chlamydia pneumoniae polynucleotides and uses thereof 

L29 ANSWER 21 OF 115 USPATFULL on STN 

TI Nucleic acid and amino acid sequences relating to pseudomonas aeruginosa 

for diagnostics and therapeutics 

L29 ANSWER 22 OF 115 USPATFULL on STN 

TI Methods for the inhibition of epstein-barr virus transmission employing 

anti -viral peptides capable of abrogating viral fusion and transmission 

L29 ANSWER 23 OF 115 CAPLUS COPYRIGHT 2006 ACS on STN 

TI Fermentative production of p- hydroxys tyrene by recombinant Escherichia 
coli expressing phenylalanine ammonia- lyase and 4-hydroxycinnamate 
decarboxylase 

L2 9 ANSWER 24 OF 115 CAPLUS COPYRIGHT 2 006 ACS on STN DUPLICATE 4 
TI Enhancing Volatile Phenol Concentrations in Wine by Expressing Various 
Phenolic Acid Decarboxylase Genes in Saccharomyces cerevisiae 

L29 ANSWER 25 OF 115 USPATFULL on STN 

TI Stress-regulated genes of plants, transgenic plants containing same, and 

methods of use 



L2 9 ANSWER 2 6 OF 115 USPATFULL on STN 

TI ENTEROCOCCUS FAECAL IS POLYNUCLEOTIDES AND POLYPEPTIDES 



L2 9 ANSWER 27 OF 115 USPATFULL on STN 
TI Molecular toxicology modeling 



L29 ANSWER 28 OF 115 USPATFULL on STN 

TI Expressed sequences of arabidopsis thaliana 

L29 ANSWER 29 OF 115 USPATFULL on STN 

TI Expressed sequences of arabidopsis thaliana 

L2 9 ANSWER 30 OF 115 USPATFULL on STN 

TI Expressed sequences of arabidopsis thaliana 



L29 ANSWER 31 OF 115 USPATFULL on STN 

TI Methods for inhibition of membrane fusion-associated events, including 

respiratory syncytial virus transmission 

L29 ANSWER 32 OF 115 USPATFULL on STN 

TI Polynucleotides and polypeptides derived from corn ear 

L2 9 ANSWER 33 OF 115 USPATFULL on STN 

TI Human respiratory syncytial virus peptides with antif usogenic and 

antiviral activities 

L29 ANSWER 34 OF 115 CAPLUS COPYRIGHT 2006 ACS on STN DUPLICATE 5 

TI Expression in Escherichia coli of native and chimeric phenolic acid 

decarboxylases with modified enzymatic activities and method for screening 

recombinant E. coli strains expressing these enzymes 



L2 9 ANSWER 35 OF 115 USPATFULL on STN 

TI Method of protein therapy by orally administering crosslinked protein 

crystals 



L29 ANSWER 36 OF 115 LIFESCI COPYRIGHT 2006 CSA on STN 

TI Inducible Metabolism of Phenolic Acids in Pediococcus pentosaceus Is 

Encoded by an Autoregulated Operon Which Involves a New Class of Negative 

Transcriptional Regulator 

L2 9 ANSWER 3 7 OF 115 USPATFULL on STN 

TI Biosensors, extracorporeal devices and methods for detecting substances 

using crosslinked protein crystals 

L2 9 ANSWER 38 OF 115 USPATFULL on STN 

TI Methods of enzyme therapy by orally administering crosslinked enzyme 

crystals 

L2 9 ANSWER 3 9 OF 115 USPATFULL on STN 
TI Crosslinked protein crystals 

L29 ANSWER 40 OF 115 CAPLUS COPYRIGHT 2006 ACS on STN DUPLICATE 6 

TI Gene cloning, transcriptional analysis, purification, and characterization 

of phenolic acid decarboxylase from Bacillus 

subtilis 

L2 9 ANSWER 41 OF 115 USPATFULL on STN 
TI Crosslinked enzyme crystals 

L2 9 ANSWER 42 OF 115 USPATFULL on STN 

TI Preparation of an insoluble biqcatalyst . 

L29 ANSWER 43 OF 115 USPATFULL on STN 

TI Water-insoluble protein material, its preparation and its use 

L2 9 ANSWER 44 OF 115 USPATFULL on STN 

TI Preparation of insoluble, only slightly swellable polymers of basic 

vinyl-heterocyclic compounds 

L2 9 ANSWER 45 OF 115 USPATFULL on STN 

TI Carrier matrix for the fixation of biochemically effective substances 

and process for the preparation thereof 

L29 ANSWER 46 OF 115 GENBANK® COPYRIGHT 2006 on STN 

TITLE (TI) : Complete sequence of Syntrophobacter fumaroxidans MPOB 

TITLE (TI) : Direct Submission 

L2 9 ANSWER 4 7 OF 115 GENBANK® COPYRIGHT 2 006 on STN 

TITLE (TI) : Complete sequence of chromosome 1 of Arthrobacter sp. 

FB24 

TITLE (TI) : Direct' Submission 

L29 ANSWER 4 8 OF 115 GENBANK® COPYRIGHT 2 006 on STN 

TITLE (TI) : The genome of Rhizobium leguminosarum has recognizable 

core and accessory components 
TITLE (TI) : Direct Submission 

L2 9 ANSWER 4 9 OF 115 GENBANK® COPYRIGHT 2006 on STN 

TITLE (TI) : Direct Submission 

L2 9 ANSWER 50 OF 115 GENBANK® COPYRIGHT 2006 on STN 



TITLE 
TITLE 



(TI) : 
(TI) : 



Skewed genomic variability in strains of the toxigenic 
bacterial pathogen, Clostridium perfringens 
Direct Submission 



L29 ANSWER 51 OF 115 
TITLE (TI) : 

TITLE (TI) : 

L29 ANSWER 52 OF 115 

TITLE (TI) : 

TITLE (TI) : 
TITLE (TI) : 

L2 9 ANSWER 53 OF 115 

TITLE (TI) : 
TITLE (TI) : 

L2 9 ANSWER 54 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L29 ANSWER 55 OF 115 

TITLE (TI) : 

TITLE (TI) : 

L29 ANSWER 56 OF 115 

TITLE (TI) : 
TITLE (TI) : 

L2 9 ANSWER 57 OF 115 

TITLE (TI) : 

TITLE (TI) : 

L29 ANSWER 58 OF 115 

TITLE (TI) : 
TITLE (TI) : 

L29 ANSWER 59 OF 115 

TITLE (TI) : 

TITLE (TI) : 

L29 ANSWER 60 OF 115 

TITLE (TI) : 
TITLE (TI) : 

L2 9 ANSWER 61 OF 115 

TITLE (TI) : 
TITLE (TI) : 



GENBANK® COPYRIGHT 2 006 on STN 

The complete genome sequence of the European 
Francisella tularensis subspecies tularensis isolate . 
FSC 198 suggests that it is derived from the archetypal 
laboratory strain Schu S4, originally isolated in North 
America 

Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

In-depth view of structure, activity, and evolution of 
rice chromosome 10 
Direct Submission 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of Trichodesmium erythraeum IMS101 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

A ubiquitous marine phototroph with a novel 
carbon- fixation pathway 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of chromosome of Mycobacterium sp. 
MCS 

Direct Submission 

GENBANK® COPYRIGHT 2006 on STN 

Complete sequence of Rubrobacter xylanophilus DSM 9941 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of chromosome 2 of Burkholderia 
cenocepacia AU 1054 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of Acidobacteria bacterium Ellin345 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of the chromosome of Ralstonia 
metallidurans CH34 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of Rhodopseudomonas palustris BisB18 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of Frankia sp. CcI3 
Direct Submission 



L2 9 ANSWER 62 OF 115 

TITLE (TI) : 

L29 ANSWER 63 OF 115 

TITLE (TI) : 
TITLE (TI) : 

L2 9 ANSWER 64 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L29 ANSWER 65 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L29 ANSWER 66 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L2 9 ANSWER 67 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L29 ANSWER 68 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L29 ANSWER 69 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L2 9 ANSWER 7 0 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L29 ANSWER 71 OF 115 

TITLE (TI) : 

TITLE (TI) : 
L29 ANSWER 72 OF 115 
TITLE (TI) : 



GENBANK® COPYRIGHT 2006 on STN 

Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Genome sequencing and analysis of Aspergillus oryzae 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

The genome of Salinibacter ruber: Convergence and gene 
exchange among hyperhalophilic bacteria and archaea 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Bacterial genome adaptation to niches: Divergence of 
the potential virulence genes in three Burkholderia 
species of different survival strategies 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Whole-genome analyses of speciation events in 
pathogenic brucellae 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Insights into genome plasticity and pathogenicity of 
the plant pathogenic bacterium Xanthomonas campestris 
pv. vesicatoria revealed by the complete genome 
sequence 

Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of chromosome 2 of Burkholderia . sp . 
383 

Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete Sequence of Chromosome 1 of Rhodobacter 
sphaeroides 2.4.1 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Complete sequence of Chromosomel of Ralstonia eutropha 
JMP134 

Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

Whole-Genome Sequencing of Staphylococcus haemolyticus 
Uncovers the Extreme Plasticity of Its Genome and the 
Evolution of Human- Colonizing Staphylococcal Species 
Direct Submission 

GENBANK® COPYRIGHT 2 006 on STN 

The Chlamydophila abortus genome sequence reveals an 



TITLE (TI) : 

TITLE (TI) : 
L2 9 ANSWER 73 OF 115 
TITLE (TI) : 

TITLE (TI) : 

L2 9 ANSWER 74 OF 115 

TITLE (TI) : 
TITLE (TI) : 

L^9 ANSWER 75 OF 115 

TITLE (TI) : 
TITLE (TI) : 

TITLE (TI) : 
TITLE (TI) : 



TITLE (TI) : 

TITLE (TI) : 

L2 9 ANSWER 76 OF 115 
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CAPLUS COPYRIGHT 2006 ACS on STN DUPLICATE 1 
2005:694868 CAPLUS 
143 :320032 

Distribution of genes encoding the microbial 
non-oxidative reversible hydroxyarylic acid 
decarboxylases/phenol carboxylases 
Lupa, Boguslaw; Lyon, Delina; Gibbs, Moreland D. ; 
Reeves, Rosalind A. ; Wiegel, Juergen 

Department of Microbiology, The University of Georgia, 
Athens, GA, 30602, USA 
Genomics (2005), 86(3), 342-351 
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Journal 
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Bacterial non-oxidative, reversible multi subunit hydroxyarylic acid 
decarboxylases/phenol carboxylases are encoded by the three clustered 
genes, B, C, and D, of approx. 0.6, 1.4, and 0.2 kb, resp. There are more 
than 160 homologs in the database with significant similarity to gene B 
(homol. to ubiX) and C (ubiD) distributed in all three microbial domains, 
however, homologs to gene D, are not numerous (.apprx.15). The occurrence 
of the entire BCD gene cluster encoding for either identified or 
presumptive hydroxyarylic acid decarboxylase to date has been revealed in 
Sedimentibacter hydroxybenzoicus (unique genes arrangement CDB) , 
Streptomyces sp. D7 , Bacillus subtilis, B. lichenif ormis , E. coli 0157 :H7, 
Klebsiella pneumoniae, Enterobacter cloacae, Shigella dysenteriae, 
Salmonella enterica, S. paratyphi, S. typhimurium, S. bongori, and S. 
diarizonae. The corresponding genes from S. hydroxybenzoicus, B. 
subtilis, Streptomyces sp . D7, E. coli 0157:H7, K. pneumoniae, and S. 
typhimurium were cloned and expressed in E. coli DH5a (void of 
analogous genes) , and shown to code for proteins exhibiting non-oxidative 
hydroxyarylic acid decarboxylase activity. 
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AB A biocatalytic method for preparing para- hydroxys tyrene from 

para-hydroxycinnamic acid is described. The method uses an enzyme source 
having para-hydroxycinnamic acid decarboxylase activity to catalyze the 
decarboxylation of para-hydroxycinnamic acid in a biphasic reaction 
medium to produce para -hydroxys tyrene, which is extracted into the 
organic phase of the biphasic reaction medium. The method results in a 
high yield of para -hydroxys tyrene due to the decreased exposure of the 
enzyme source to the inhibitory product. The product is readily 
recovered from the extractant, or may be chemically derivatized directly 
in the extractant before recovery. 
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AB An in vivo method for the production of pHS via a recombinant host cell 

is disclosed. The host cell expresses at least one gene encoding a 
polypeptide having para-hydroxycinnamic acid decarboxylase activity in 
combination with either at least one gene encoding a polypeptide having 
tyrosine ammonia lyase activity or at least one gene encoding a 
polypeptide having phenylalanine ammonia lyase activity. 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 
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AB An in vivo method for the production of pHS via a recombinant host cell is 
disclosed. The host cell expresses at least one gene encoding a 
polypeptide having para- hydroxy cinnamic acid decarboxylase activity in 
combination with either at least one gene encoding a polypeptide having 
tyrosine ammonia lyase activity or at least one gene encoding a 
polypeptide having phenylalanine ammonia lyase activity. Thus, the pal 
gene encoding phenylalanine ammonia-lyase was isolated from Rhodosporidium 
toruloides ATCC 10788 and the pdcl gene encoding 4 -hydroxycinnamate 
decarboxylase was isolated from Lactobacillus plantarum strain ATCC 14917. 
Both of these genes were cloned into a recombinant phenylalanine 
overproducing Escherichia coli strain NST74 . Transformed strains were 
able to produce para -hydroxys tyrene during glucose fermentation 



AUTHOR (S 



CORPORATE SOURCE : 



SOURCE 



PUBLISHER: 
DOCUMENT TYPE: 
LANGUAGE : 
AB 



ENSBANA, • 
Fr. 

(2001), 67 (3) 



L2 9 ANSWER 34 OF 115 CAPLUS COPYRIGHT 2006 ACS on STN DUPLICATE 5 
ACCESSION NUMBER: 2001:170005 CAPLUS 

DOCUMENT NUMBER: 134:349913 

TITLE: Expression in Escherichia coli of native and chimeric 

phenolic acid decarboxylases with modified enzymatic 
activities and method for screening recombinant E . 
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Journal 
English 

Four bacterial phenolic acid decarboxylases (PAD) from 
Lactobacillus plantarum, Pediococcus pentosaceus, Bacillus 
subtilis, and Bacillus pumilus were expressed in Escherichia coli, 
and their activities on p-coumaric, ferulic, and caffeic 

acids were compared. Although these four enzymes displayed 61% amino acid 
sequence identity, they exhibit different activities for ferulic and 
caffeic acid metabolism To elucidate the domain (s) that dets . these 
differences, chimeric PAD proteins were constructed and expressed in E. 
coli by exchanging their individual C-terminal portions. Anal, of the 
chimeric enzyme activities suggests that the C-terminal region may be 
involved in determining PAD substrate specificity and catalytic capacity. In 
order to test phenolic acid toxicity, the levels of growth of recombinant 
E. coli displaying and not displaying PAD activity were compared on medium 
supplemented with different concns . of phenolic acids and with differing 
pHs. Though these acids already have a slight inhibitory effect on E. 
coli, vinyl phenol derivs . , created during decarboxylation of phenolic 
acids, were much more inhibitory to the E. coli control strain. To take 
advantage of this property, a solid medium with the appropriate pH and 
phenolic acid concentration was developed; in this medium the recombinant E. 

coli 



strains expressing PAD activity form colonies approx. five times smaller 
than those formed by strains devoid of PAD activity. 
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AB Bacillus subtilis displays a substrate -inducible decarboxylating activity 
with the following three phenolic acids: ferulic, p-coumaric, and caffeic 
acids. Based on DNA sequence homologies between the Bacillus pumilus 
ferulate decarboxylase gene (fdc) (A. Zago, G. Degrassi, and C. 
V. Bruschi, Appl. Environ. Microbiol. 61:4484-4486, 1995) and the 
Lactobacillus plantarum p-coumarate decarboxylase gene 
(pdc) (J.-F. Cavin, L. Barthelmebs, and C. Divies, Appl. Environ. 
Microbiol. 63:1939-1944, 1997), a DNA probe of about 300 nucleotides for 
the L. plantarum pdc gene was used to screen a B. subtilis 
genomic library in order to clone the corresponding gene in this 
bacterium. One clone was detected with this heterologous probe, and this 
clone exhibited phenolic acid decarboxylase (PAD) activity. The 
corresponding 5-kb insertion was partially sequenced and was found to 
contain a 52 8 -bp open reading frame coding for a 161-amino-acid protein 
exhibiting 71 and 84% identity with the pdc- and fdc-encoded enzymes, 
resp. The PAD gene (pad) is transcriptionally regulated by p-coumaric, 
ferulic, or caffeic acid; these three acids are the three substrates of 
PAD. The pad gene was overexpressed constitutively in Escherichia coli, 
and the stable purified enzyme was characterized. The difference in 
substrate specificity between this PAD and other PADs seems to be related 
to a few differences in the amino acid sequence. Therefore, this novel 
enzyme should facilitate identification of regions involved in catalysis 
and substrate specificity. 

REFERENCE COUNT : 18 THERE ARE 18 CITED REFERENCES AVAILABLE FOR THIS 
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L7 190 SEA 4 -HYDROXYSTYRENE 

D L7 1-10 

L8 133 SEA HYDROXYCINNAMIC(S)ACID 

L9 97 SEA 4 (W) L8 

D L9 1-10 

E HYDROXYCINNAMIC(S) ACID 

E HYDROX YC INNAMATE 

E HYDROXYCINNAMIC(W)ACID 

E HYDROX YC INNAMATE 
L10 0 SEA HYDROXYC INNAMATE/ B I (W) 4 

Lll . 0 SEA HYDROXYC INNAMATE/ B I (W) PARA? 

FILE 'CAPLUS' ENTERED AT 14:52:42 ON 16 NOV 2006 
L12 2652 SEA HYDROXYC I NN AM I C (W) ACID 

L13 0 SEA L2 AND COUMARIC? 

L14 0 SEA L2 AND CAFFEIC 

L15 359 SEA L12 AND COUMARIC? 

L16 192 SEA L15 AND CAFFEIC? 

D TI L16 1-10 
L17 1 SEA L16 AND HYDROXYSTYREN? 

D L17 

D KWIC L17 
LI 8 STRUCTURE UPLOADED 

S L18 

FILE 'REGISTRY' ENTERED AT 15:04:06 ON 16 NOV 2 006 
L19 50 SEA SSS SAM L18 

FILE 1 CAPLUS 1 ENTERED AT 15:04:11 ON 16 NOV 2 006 
L20 36 SEA L19 

D L20 1-36 

FILE 'REGISTRY' ENTERED AT 15:04:45 ON 16 NOV 2006 
L21 STRUCTURE UPLOADED 

L22 50 SEA SSS SAM L21 

D L22 

D L22 1-50 

L23 0 SEA HYDROXYC I NN AM I C (W) ACID/ CN 

L24 132 SEA HYDROXYC INNAM I C (W) ACID 

L25 84 SEA COUMARIC (W) ACID 

D L25 1-84 

D L25 65 

INDEX 'ADISCTI, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 
AQUASCI, BIOENG, BIOSIS, BIOTECHABS , BIOTECHDS , BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE , DISSABS, DRUGB , 
DRUGMONOG2 , DRUGU , EMBAL, EMBASE, ..." ENTERED AT 15:23:28 ON 16 NOV 2 006 
SEA DECARBOXYLAS? AND SUBTIL? 



9 


FILE 


AGRICOLA 


13 


FILE 


BIOENG 


96 


FILE 


BIOSIS 


34 


FILE 


BIOTECHABS 


34 


FILE 


BIOTECHDS 


40 


FILE 


BIOTECHNO 


12 


FILE 


CABA 


191 


FILE 


CAPLUS 


8 


FILE 


CEABA-VTB 


2 


FILE 


CIN 


4 


FILE 


CONFSCI 


1 


FILE 


DDFB 


4 


FILE 


DDFU 


79 


FILE 


DGENE 


12 


FILE 


DISSABS 



1 


FILE 


DRUGB 


5 


FILE 


DRUGU 


60 


FILE 


EMBASE 


41 


FILE 


ESBIOBASE 


3 


FILE 


FOREGE 


6 


FILE 


FROSTI 


14 


FILE 


FSTA 


553 


FILE 


GENBANK 


30 


FILE 


IFIPAT 


4 


FILE 


JICST-EPLUS 


52 


FILE 


LIFESCI 


79 


FILE 


MEDLINE 


35 


FILE 


PASCAL 


5 


FILE 


PROMT 


132 


FILE 


SCISEARCH 


42 


FILE 


TOXCENTER 


4718 


FILE 


USPATFULL 


392 


FILE 


US PAT 2 


30 


FILE 


WPIDS 


30 


FILE 


WPINDEX 


8 


FILE 


NLDB 



L2 6 QUE DECARBOXYLAS? AND SUBTIL? 



D RANK 

FILE 'USPATFULL, GENBANK, US PAT 2 , CAPLUS, SCISEARCH, BIOS IS, MEDLINE, 
EMBASE, LIFESCI, TOXCENTER' ENTERED AT 15:25:38 ON 16 NOV 2006 
L27 1088 SEA DECARBOXYLAS? (S) SUBTIL? 

L28 133 SEA L27 (S) (HYDROXYSTYREN? OR PHENOL? OR COUMAR? OR CAFFE? OR 

CINNAM?) 

L29 115 DUP REM L28 (18 DUPLICATES REMOVED) 

D TI L29 1-115 

D IBIB ABS L29 8 11 13 23 34 40 



FILE HOME 
FILE REGISTRY 

Property values tagged with IC are from the ZIC/VINITI data file 
provided by InfoChem. 

STRUCTURE FILE UPDATES: 15 NOV 2006 HIGHEST RN 913321-83-2 
DICTIONARY FILE UPDATES: 15 NOV 2006 HIGHEST RN 913321-83-2 

New CAS Information Use Policies, enter HELP USAGETERMS for details. 

TSCA INFORMATION NOW CURRENT THROUGH June 30, 2 006 

Please note that search-term pricing does apply when 
conducting SmartSELECT searches. 

REGISTRY includes numerically searchable data for experimental and 
predicted properties as well as tags indicating availability of 
experimental property data in the original document. For information 
on property searching in REGISTRY, refer to: 

http : / /www . cas . org/ONLINE/UG/regprops . html 

FILE CAPLUS 

Copyright of the articles to which records in this database refer is 
held by the publishers listed in the PUBLISHER (PB) field (available 
for records published or updated in Chemical Abstracts after December 
26, 1996), unless otherwise indicated in the original publications. 
The CA Lexicon is the copyrighted intellectual property of the 



American Chemical Society and is provided to assist you in searching 
databases on STN. Any dissemination, distribution, copying, or storing 
of this information, without the prior written consent of CAS, is 
strictly prohibited. 

FILE COVERS 1907 - 16 Nov 2006 VOL 145 ISS 21 
FILE LAST UPDATED: 15 Nov 2006 (2 0061115/ED) 

Effective October 17, 2005, revised CAS Information Use Policies apply. 
They are available for your review at: 

http : //www. cas . org/inf opolicy.html 

FILE STNINDEX 

FILE US PAT FULL 

FILE COVERS 1971 TO PATENT PUBLICATION DATE: 16 Nov 2006 (2 0061116/PD) 

FILE LAST UPDATED: 16 Nov 2006 (20061116/ED) 

HIGHEST GRANTED PATENT NUMBER: US7137145 

HIGHEST APPLICATION PUBLICATION NUMBER: US2006260017 

CA INDEXING IS CURRENT THROUGH 14 Nov 2006 (2 0061114/UPCA) 

ISSUE CLASS FIELDS (/INCL) CURRENT THROUGH: 16 Nov 2006 (20061116/PD) 

REVISED CLASS FIELDS (/NCL) LAST RELOADED: Jun 2006 

USPTO MANUAL OF CLASSIFICATIONS THESAURUS ISSUE DATE: Jun 2006 



FILE GENBANK 

GENBANK (R) IS A REGISTERED TRADEMARK OF THE U.S. DEPARTMENT 
OF HEALTH AND HUMAN SERVICES. 

This file contains CAS Registry Numbers for easy and accurate 
substance identification. 

FILE US PAT 2 

FILE COVERS 2001 TO PUBLICATION DATE: 16 Nov 2006 (2 0 061116/PD) 

FILE LAST UPDATED: 16 Nov 2006 (2 0061116/ED) 

HIGHEST GRANTED PATENT NUMBER: US2006221353 

HIGHEST APPLICATION PUBLICATION NUMBER: US2006259972 

CA INDEXING IS CURRENT THROUGH 16 Nov 2 006 (2 0061116 /UPCA) 

ISSUE CLASS FIELDS (/INCL) CURRENT THROUGH: 16 Nov 2006 (20061116/PD) 

REVISED CLASS FIELDS (/NCL) LAST RELOADED: Jun 2006 

USPTO MANUAL OF CLASSIFICATIONS THESAURUS ISSUE DATE: Jun 2006 



FILE SCISEARCH 

FILE COVERS 1974 TO 9 Nov 2006 (20061109/ED) 

SCISEARCH has been reloaded, see HELP RLOAD for details. 

FILE BIOSIS 

FILE COVERS 1969 TO DATE. 

CAS REGISTRY NUMBERS AND CHEMICAL NAMES (CNs) PRESENT 
FROM JANUARY 1969 TO DATE. 

RECORDS LAST ADDED: 15 November 2006 (20061115/ED) 



FILE MEDLINE 

FILE LAST UPDATED: 15 Nov 2006 (20061115/UP) . FILE COVERS 1950 TO DATE. 



On December 11, 2 005, the 2 006 MeSH terms were loaded. 



